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Abstract. The metacestode larva of Versteria mustelae (Gmelin, 1790) was newly found from the liver of
the Hokkaido red-backed vole, Myodes rex (Imaizumi, 1971), in Rishiri island, Japan. A molecular phylo-
genetic analysis indicated that the parasite was geographically derived from Honshu, the main island of Ja-
pan. It is most likely that the Japanese weasel, Mustela itatsi Temminck, 1844, serves as the definitive host.

The weasel was introduced into the island during the period of 1930s, probably together with the parasite.
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